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The coding sequence (from start codon to stop codon): 

atggtgaaccggaacgtgctgaagaacaccggcctgaaggaga teat gag cgccaag 

gccagcgtggagggcatcgtgaacaaccacgtgttcagcatggagggcttcggcaag 

ggcaacgtgctgttcggcaaccagctgatgcagatccgggtgaccaagggcggccct 

ctgcccttcgccttcgacatcgtgagcatcgccttccagtacggcaaccggaccttc 

accaagtatcccgacgacatcgccgactacttcgtgcagagcttccctgccggcttc 

ttctacgagcggaacctgcggttcgaggacggcgccatcgtggacatccggagcgac 

atcagcctggaggacgacaagttccactacaaggtggagtaccgcggcaacggcttc 

cctagcaacggccctgtgatgcagaaggccatcctgggcatggagcccagcttcgag 

gtggtgtacatgaacagcggcgtgctggtgggcgaggtggacctggtgtacaagctg 

gagagcggcaactactacagctgccacatgaagaccttctaccggagcaagggcggc 

gtgaaggagttccctgagtaccacttcatccaccaccggctggagaagacctacgtg 

gaggagggcagcttcgtggagcagcacgagaccgccatcgcccagctgaccaccatc 

^n^^arntctaaQcaQCctqcacgagtgggtgtaa 
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aagcttgccaccatggtgaaccggaacgtgctgaagaacaccggcctgaaggagatc 

atgagcgccaaggccagcgtggagggcatcgtgaacaaccacgtgttcagcatggag 

ggcttcggcaagggcaacgtgctgttcggcaaccagctgatgcagatccgggtgacc 

aagggcggccctctgcccttcgccttcgacatcgtgagcatcgccttccagtacggc 

aaccggaccttcaccaagtatcccgacgacatcgccgactacttcgtgcagagcttc 

cctgccggcttcttctacgagcggaacctgcggttcgaggacggcgccatcgtggac 

atccggagcgacatcagcctggaggacgacaagttccactacaaggtggagtaccgc 

ggcaacggcttccctagcaacggccctgtgatgcagaaggccatcctgggcatggag 

cccagcttcgaggtggtgtacatgaacagcggcgtgctggtgggcgaggtggacctg 

gtgtacaagctggagagcggcaactactacagctgccacatgaagaccttctaccgg 

agcaagggcggcgtgaaggagttccctgagtaccacttcatccaccaccggctggag 

aagacctacgtggaggagggcagcttcgtggagcagcacgagaccgccatcgcccag 

ctgaccaccatcggcaagcctctgggcagcctgcacgagtgggtgtaaagcggccgc 
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accatggcctgaaataacctctgaaagaggaacttggttaggtaccttctgaggcggaa 

agaaccaggatccgcgtatggtgcactctcagtacaatctgctctgatgccgcatagtt 

aagccagccccgacacccgccaacacccgctgacgcgccctgacgggcttgtctgctcc 

cggcatccgcttacagacaagctgtgaccgtctccgggagctgcatgtgtcagaggttt 

tcaccgtcatcaccgaaacgcgcgagacgaaagggcctcgtgatacgcctatttttata 

ggttaatgtcatgataataatggtttcttagacgtcaggtggcacttttcggggaaatg 

tgcgcggaacccctatttgtttatttttctaaatacattcaaatatgtatccgctcatg 

agacaataaccctgataaatgcttcaataatattgaaaaaggaagagtatgagtattca 

acatttccgtgtcgcccttattcccttttttgcggcattttgccttcctgtttttgctc 

acccagaaacgctggtgaaagtaaaagatgctgaagatcagttgggtgcacgagtgggt 

tacatcgaactggatctcaacagcggtaagatccttgagagttttcgccccgaagaacg 



Figure 17 



ttttccaatgatgagcacttttaaagttctgctatgtggcgcggtattatcccgtattg 

acgccgggcaagagcaactcggtcgccgcatacactattctcagaatgacttggttgag 

tactcaccagtcacagaaaagcatcttacggatggcatgacagtaagagaattatgcag 

tgctgccataaccatgagtgataacactgcggccaacttacttctgacaacgatcggag 

gaccgaaggagctaaccgcttttttgcacaacatgggggatcatgtaactcgccttgat 

cgttgggaaccggagctgaatgaagccataccaaacgacgagcgtgacaccacgatgcc 

tgtagcaatggcaacaacgttgcgcaaactattaactggcgaactacttactctagctt 

cccggcaacaattaatagactggatggaggcggataaagttgcaggaccacttctgcgc 

tcggcccttccggctggctggtttattgctgataaatctggagccggtgagcgtgggtc 

tcgcggtatcattgcagcactggggccagatggtaagccctcccgtatcgtagttatct 

acacgacggggagtcaggcaactatggatgaacgaaatagacagatcgctgagataggt 

gcctcactgattaagcattggtaactgtcagaccaagtttactcatatatactttagat 

tgatttaaaacttcatttttaatttaaaaggatctaggtgaagatcctttttgataatc 

tcatgaccaaaatcccttaacgtgagttttcgttccactgagcgtcagaccccgtagaa 

aagatcaaaggatcttcttgagatcctttttttctgcgcgtaatctgctgcttgcaaac 

aaaaaaaccaccgctaccagcggtggtttgtttgccggatcaagagctaccaactcttt 

ttccgaaggtaactggcttcagcagagcgcagataccaaatactgttcttctagtgtag 

ccgtagttaggccaccacttcaagaactctgtagcaccgcctacatacctcgctctgct 

aatcctgttaccagtggctgctgccagtggcgataagtcgtgtcttaccgggttggact 

caagacgatagttaccggataaggcgcagcggtcgggctgaacggggggttcgtgcaca 

cagcccagcttggagcgaacgacctacaccgaactgagatacctacagcgtgagctatg 

agaaagcgccacgcttcccgaagggagaaaggcggacaggtatccggtaagcggcaggg 

tcggaacaggagagcgcacgagggagcttccagggggaaacgcctggtatctttatagt 

cctgtcgggtttcgccacctctgacttgagcgtcgatttttgtgatgctcgtcaggggg 

gcggagcctatggaaaaacgccagcaacgcggcctttttacggttcctggccttttgct 
ggccttttgctcacatggctcgacagatct 



Figure 17 (continued) 



